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tentative identifications. These experiments were done with methoximation and TMS derivatization. Data that allows the digitization of graphical spectra
= PedUrine: A set of 200+ spectra from a large set of pediatric urine samples. All of these samples were The NIST Glyco Mass Calculator - a tool to aid in the analysis of glycoforms
derivatized with TMS after formina the ethvioxime for the non-acid carbonvl aroups: the maioritv of this DIMEDR - A Novel Algorithm for Agglomerating Incongruent LC-MS Metabolomics Datasets.
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